
SEQUENCE LISTING 



<110> Ago, Hideo 

Miyano, Masashi 
Adachi, Tsuyoshi 



, i for Crystal 
"^u^"". -a "e-a ™ ^ «» Enzyme 



<130 > SHIM007 

<14 0> 09/608,713 
< 141> 2000-06-30 

C 150> 11-188630 
<15 1> 1999-07-02 

< 150> 11-192488 
<15 1> 1999-07-07 

<160> 12 

<17 0> FastSEQ for Windows Vers.cn 4.0 

<210> 1 
<211> 591 
<212> PRT 

<213> Hepatitis C Vrrus 



o' uiq Asn Met Val Tyr Ala Thr in ^ 

H1S 35 40 TPU Gin Val Leu Asp Asp His Tyr 

t \ val Thr Phe Asp Arg Leu Gin va 
Gin Lys Lys Val 60 ^ 

50 q rlu Met Lys Ala Lys Ala Ser Thr 

Arq Asp Val Leu Lys Glu Met y 75 u , c c er 

9 "70 T „ Tml Thr pro Pro His Ser 

65 Qpr val Glu Glu Ala Cys Lys Leu Thr 

Lys Leu Leu Ser Val ^ 9Q 

85 T nv Ala Lys Asp Val Arg Asn Leu 

c«r- tvs Phe Gly Tyr Gly Ala uy v 
A " . ue Hl8 £ val Tr P Lys Asp Leu Leu Glu 

ser L ys Ala val Asn His He H a ^ 

, HI Thr Pro He Asp Thr Thr He Met A Lys 
Asp Thr Val Thr 140 Ue 

m c y " va! oin Pro fll „ Ly. 01 y W "9 £ Pro - 

»= M «u «J V! «, v.! cys «« W »« - 

Val Phe Pro Asp Leu Lriy 17Q 



1 



cm Val val Met Gly Ser Ser Tyr Gly 
i u,i <?er Thr Leu Pro Gin Val va 1QQ 
Asp Val Val Ser in 18& 

180 r i u phe Leu Val ^sn 

nl Tvr S er Pro Gly Gin Arg Val GxU ^ 
Phe Gin Tyr ber phe 
I 95 uot r iv Phe Ser Tyr Asp Thr Arg l Y 

c.r lvs Lys Asn Pro Met Gly Pne 
Lys Ser Lys Ly ^ ^ j]e Tyr 

210 Thr Val Thr Glu Asn Asp He Arg Val Glu 
Asp S er Thr Val 235 ger Leu 

225 TPU Ala Pro Glu Ala Arg Gin A.a 

Gln Cys Cys Asp Leu 5Q ^ ^ 

tp„ Tvr He Gly Gly Pro Leu Thr Asn 
Thr Glu Arg Leu Tyr ^ ser 

260 , n » la ser Gly Val Leu inr 

r Glv Tyr Arg Arg Cys Arg Ala ser ^ 

Asn Cys Gly iy ? 280 c Arg 

275 t Thr cys Tyr Leu Lys Ala Ser Ala 

riv Asn Thr Leu Thr Lys iy 3Q0 
Cys Gly Asn ^ Agp Leu 

290 rin Asp Cys Thr Met Leu Val Asn biy v ^ 

Ala Ala Lys Leu Gin Asp ^ ^ 
305 1 p . Glu Ser Ala Gly Thr Gin Glu Asp 

Val Val He Cys Glu 0 prQ Qly Asp 

v. TV,r rlu Ala Met Thr Arg Tyr Ser 
Kg val Phe Thr 3, 6 cys s „ ser 

J« Tyr Tyr Leu 

3 55 , , „ Ala ser Gly Lys Arg Val lyr y 

val ser Val Ala His Asp Ala ser 

"0 

Th « g „ «o Thr Thr 395 „ et Tyt Ala 

^ His Thr Pro val » 9.r "P "» ^ m 

405 , Met Thr His Phe Phe Ser 

, Trn Ala Arg Met lie Leu Met in ^ 
Pro Thr Leu Trp Aia y ^ 

420 T rlu Lvs Ala Leu Asp Cys Gin lie y 

Ala Gin Glu Gin Leu Glu Lys a ^ 
Leu Leu Ala bin Glu 
435 TlP Glu Pro Leu Asp Leu Pro Gin 

m* rvs Tyr Ser He Giu 460 
Gly Ala Cys iy 4B5 ser pro Gly 

450 _ pr Ala phe Ser Leu His Ser iy 480 

465 la ser Cys Leu Arg Lys Leu ^ 

Glu He Asn Arg Val Ala ^ Q 

u -l TrD A rg His Arg Ala Arg Ser Val A g 
Leu Arg Val Trp Arg 5Q5 

500 n m a Thr Cys Gly Lys Tyr Leu Phe a 

S er Gin Gly Gly Arg Ala Ala Thr 

v 1 Lys Thr Lys Leu Lys Leu Thr Pro He r Ala 

Ala Val Lys Thr y b Ile 

530 nv Trn Phe Val Ala Gly Tyr Ser Gly Y ^ 

Leu Asp Leu Ser Gly Trp ^ ^ ^ 

"r His Ser Leu Ser Arg Ala Arg Pro rg Trp 

Tyr H1 565 , T . Tvr Leu Leu Pro Asn Arg 

cpr va i Gly Val Gly He Tyr Leu 
Leu Leu Leu Ser Val u y 5g5 

580 



210> 2 
2ll> 2889 
or> DNA 

213> Artificial Sequence 

C- terminus 

r nif> 939, 1007, 1017, 
<2 = 1> mxsc feature ^ ^ 622 716, 776 93 

S « lis: - 2W ' 

^ _ a T , C or <j 

<221> feature 31,. 5 «0. «=. --oB^iSO 9 "^ 7 ' 1017 ' 

<222> 14 4. 152, -14. -9 ' 1349| 1405 , 1408 150 

i " 4 ', 1«9 2076. 2086, 2221, 2225, 
^ «0 9 5 : 263,: 2760 



~<223> n = A.T.C or G 



, ,n 9^9 1007, 1017, 

't; : & 

1031. 1095, 1183. 1.49. ^ ^ , 2225 , 

160 4, 1679, 18-4, 1899 
-H45, 2605, 2634, 2760 
_ j± t C or ( j 

2445. 2605, 2634, 2.60 
<223> n = A,T,C or G 

- nnc 939 1007, 1017, 

»»■ i;:;- £ : »«: »». »«■ 
»«: «» 

a t c or G 

< 2 2 3 > n = 



<400> 2 

atgtcaatgt 

hrtrthrgya 

tctttgctga 

acaacatctc 

ucggcagaag 

thrhasargu 

acagttaagt 

agaggaagcc 



cctacacatg 
authrrcysa 
agugusrysu 
gcagcgcagg 
aaggtcacct 
gnvauasash 
yrargasvau 
tgcaagctga 



gacaggcgcc 

agcggaggaa 

rasnaausra 

cctgarghsh 

ttgacagact 

staccgggac 

ysgumtysaa 

cgcccccaca 



ttgatcacgc 

agcaagctgc 

snsruucgcc 

sasnmtvaty 

gcaagtcctg 

gtgctcaagg 

ysaasrthrv 

taaysuusrv 



catgcgctmt 

ccatcaacgc 

accataacat 

raathrthrs 

gacgaccaca 

agatgaaggc 

aysgctaaac 

aguguaacys 



srmtsrtyrt 60 
gttgagcaac 120 
ggtttatgcc 180 
rargsraagy 240 
rggnysysva 3 00 
gaaggcgtcc 360 
tcctatccgt 420 
ysuthrrrhs 480 



rfasr aayssryshg 540 

^ — s r=sir 9 "sss 3- ^ 

ytyrgyaays a=vaargasn ™ s „, tty ,. S u»ga *f »« 9 mta ay sas„gugt 720 
ga^gctgs rsrvs s atgagguas t „ a y , g « f y » 

SSgS « a S 9 «?cS aSgggagc "^"oSc SSfcfg «o 

Iks: S= a — i Ss S35« S 
iS: S=S S s££ i S52 sx 

^ SSSr/c SaSS J^g ^ Kg" 

3355 £££ SSS ESS 

^ I ss* XSS sSSS SSSS 
SSSS TcaS a :SS - SSSS -5SS 
SSS5 SSg sssss SESS sss = 

i SSSS ^aaa i -££2 SK 

ss; - --a s , rr « - 00 

agatcattty rgyaacysW «rg „ahs t u .asrcysoat 2«0 

Sactcc.ta 9«»«f« ^aaacttg 9M«<=«f a ^"cgcgc tagged™* «2° 

a ""fv 9 afc c=« ?c a a Sg^agg g srg c« -BJ. 

f g r,f»S ysgyy-y™ t =,,, 

SS S£ ssSS SS5| --S5 g 

bnss ss |i Sg-gy c .s— — -r, 

cggatcccat caccattyr 
taahshshs 

<210> 3 
<2U> 579 

portion ot Htv y 
C- terminus 

tip Thr Pro Cys Ma 
< 4 °°> 3 , ser Tyr Thr Trp Thr Gly Ala ^ He 
Met Ser Met Ser Tyr 



U. Glu Olu Ser Lys Leu Pro He »sn »1» " ser As " ^ ^ ^ 

20 „ n rvr Ala Thr Thr Ser Arg Ser Ala Gly Leu 

Ara His His Asn Met Val Tyr Ala in ^ 

: i s. « * z «. - «■ - - mp asp bis 

» „ « s„ ~ - - - sia s " Thr val F 

lyi ^ His 

S. Lys Leu Leu ser val =1, Glu ^ >*■ «» 95 

1 ^ ser «- °» ^ Gly Ix. - - - « 

Ser Ala Lys bei ^ 1Q5 

100 . . Ser val T rp Lys Asp Leu Leu 

Ser Ser Lys Ala Val Asn His lie Hrs ^ 

"5 p Ile Asp Thr Thr He Met Ala Lys Asn Glu 

clu Asp Thr Val Thr Pro He Asp in 

"» v ! cl» P» "lu Lys Gly «V ^ - M * f 0 

phe Cys Val Gin fiu o 

£ „1 P,e Pro »sp Leu Gly val V. cys Glu Lys 

m val val Ser T*r Leu Pro Glr, val val He, Gly Ser Ser Tyr 

Tyr Asp Val vax 85 

180 n nv Gin Arg Val Glu Phe Leu Val Asn Thr 

Gly Phe Gin Tyr Ser Pro Gly Gin 

195 Mo . rlv Phe Ser Tyr Asp Thr Arg 

Trp L ys Ser Lys Lys Asn ro Met Gly 

Phe Asp Ser Thr Val Thr Glu Asn Asp Tie rg Val 

^ a "u Ala Pro Glu Ala Arg Gin Ala He Lys Ser 

Tyr Gin Cys Cys Asp Leu Ala 255 

245 ti. Glv Gly Pro Leu Thr Asn Ser Lys Gly 

Leu Thr Glu Arg Leu Tyr He Gly Gly 

260 , „ rvs Arq Ala Ser Gly Val Leu Thr Thr 

Gin Asn Cys Gly Tyr Arg Arg Cy Arg ^ 

^ Teu Thr Cys Tyr Leu Lys Ala Ser Ala Ala Cys 
S er Cys Gly Asn Thr Leu Thr 

Arg fl Ala Lys Leu Gin Asp Cys Thr Met eu Val 

- , val Tie Cys g!u Ser Ala Gly Thr Gin Glu Asp Ala Ala Ser 
Leu val Val He * ^ ^ ^ 

Leu Arg Val Phe Thr Glu Ala Met hr Arg 

340 nu Tvr Asp Leu Glu Leu He Thr Ser Cys 

Asp Pro Pro Gin Pro Glu Tyr Asp 365 

355 , ala His Asp Ala Ser Gly Lys Arg Val Tyr .yr 

Ser Asn Val Ser Val Ala Hxs Asp ^ 

Le „ Si « g Asp Pro T h r £ Pro leu Ala Are Ma Ala Trp J 

R1 " 9 "« „ ec He Le Her Tnr Hi. B» «» 

Ala Pro Thr Leu Trp Ala Ar g Met e 

420 Tvs A ia Leu Asp Cys Gin lie 

He Leu Leu Ala Gin Glu Gin Leu Glu Lys 



445 

440 



435 T , Pr He Glu Pro Leu Asp Leu Pro Gin He He 

Ty r Gly Ala Cys Tyr Ser lie Glu f ^ 

450 45 ^ D . e c pr Leu His Ser Tyr Ser Pro 

Glu Arg Leu His Gly Leu Ser Ala Phe Ser Leu ^ 

465 n vl° Aia Ser Cys Leu Arg Lys Leu Gly Val Pro 

Gly Glu lie Asn Arg Val Ala Ser Ly ^ 495 

no «u « g v., "p «9 «. - - - - " 9 

Leu ser aln « g - - - 01y - £ - - "» 

515 bzu TVlT . Pro Ile pro Ala Ala Ser 

Trp Ala Val Lys Thr Lys Leu Lys Leu Thr Pro lie 

Gin Leu Asp Leu Ser Gly £p Phe Val Ala Gly T yr Ser Gly Gly Asp 
\ll T yr His Ser Leu HI ^ Ala Arg Pro Arg Gly Ser His Hie His 



His His His 



<210> 4 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



120 > 
22 3 > 



prim er_bind - Artificially synthesized primer 



sequence, 5BNdelFW 



<400> 4 30 
catatgtcaa tgtcctacac atggacagcc 

<210> 5 
<2U> 57 
<212> DNA 

<213> Artificial Sequence 



; 2 >;3: primer bind - Artificially synthesized primer 
sequence, 5B570HRV 

;"«,gtga t ggt9 a tg9 t g a tggg atec gcggggt = g9 scc^.c ***** 



57 



<210> 6 
<211> 57 
<212> DNA 

<213> Artificial Sequence 



:;; 0 3 ; p rim er bind - Artificially synthesized primer 
sequence, 5B552HRV 



6 



llllliw 9"<^«=* aac g »acc, g cc g9 a=aa g t =ca g c tg 5, 

<210> 7 
<211> 57 
<212> DNA 

<213> Artificial Sequence 

:;" 0 3 I primer bind - Artificially synthesized primer 
sequence, 5B544HRV 



;"°;a gtg a tggtg a tg9t 9.^== =W ^™" t9 



57 



<210> 8 
<211> 67 
<212> DNA 

<213> Artificial Sequence 



primer bind - Artificially synthesized primer 
sequence, 5B53 6HRV 

<400> 8 _ oanfnaMt ttqqtcttca ctgcccagtt 60 

ttattagtga tggtgatggt gatgggatcc gagtttgagt ttgg g? 

gaagagg 



<210> 9 
<211> 60 
<212> DNA 

<213> Artificial Sequence 



f.;?: primer bind - Artificially synthesized primer 
sequence, 5B531HRV 

^tg. 9a tg99 a t cc ct C =ac tg cc ca gttg aa g a gg »c ttg cc SO 



<210> 10 
<211> 52 
<212> DNA 

<-13> Artificial Sequence 



'Mil primer bind - Artificially synthesized primer 
sequence, 5B591HRV 

itlll^S t g at ggtg at ggtgt c= gg a t c g a« gggg a g ca gg ta g a eg 

<210> 11 



7 



<211> 8 
<212> PRT 

<213> Hepatitis C virus 
<220> 

<221> VARIANT 
<222> 1, 8 

<223> Xaa = Any Amino Acid 
<-;oo> 11 

Xaa Asp Leu Ser Gly Trp Phe Xaa 
1 5 



<210> 12 
<211> 8 
<212> PRT 

<213> Hepatitis C virus 



<400> 12 

Lys Asp Leu Ser Gly Trp Phe Lys 
1 5 



